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chromosomal sex- transforming gene transformer (tra) were more male-like than Hr/+. They con-
cluded that Hr and tra are alleles, and Hr is listed in Lindsley and Grell (1968) as trans-
former-Dominan t (traD). Hildreth (Genetics 51:659) has described a third-chromosomal gene,
double-sex (dsx), which transforms both genetic females and males into intersexes. It now
appears that Hr is an allele of dsx rather than of tra, on the basis of the following evi-
dence: 1) X/X;dsx/Hr individuals are indistinguishable from normal males except for an in-
crease in body size and abnormal testes. However, Hr completely complements the effect of
dsx on males, and X/Y;dsx/Hr individuals are normal and fertile. 2) Hr-bearing genetic
females with an interstitial duplication of 84D to 85E on the salivary gland chromosome map

(which includes the locus of dsx) are phenotypically normal females, although they are sterile
and lay no eggs. 3) Three revertants of Hr were induced by X-irradiation. When first iso-
lated, they all failed to complement dsx. When they were examined sometime later, two stocks
had been contaminated, and the reversion-bearing chromosomes lost. The remaining reversion-
bearing chromosome still failed to complement dsx, and was normal in salivary gland chromo-
some preparations.

These data are all
therefore, propose that
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Nasobemia (Ns) is a homozygous viable, dominant
gene in Drosophila melanogaster. Flies bearing
Ns show, with varying degrees of expressivity, a
homoeotic transformation of the antennal region
into a mesothoracic leg (Gehring, Arch. Julius

Klaus-Steft. XLI:44). Males homozygous for Ns were given 4000 r of X-rays, and five putative
reversions of Ns were recovered from cells treated at post-meiotic stages. These were desig-
nated by the symbol Ns+R followed by an identifying number. They were tested for homozygous
viability, and subjected to salivary gland chromosome analysis, with the following results:

Line

Ns+Rll

Ns+R25

Homozygous viable Cytological characteristics
Normal

At least a 3 break rearrangement of the 3rd chrom-
osome, with breaks in the proximal heterochromatin
and at 84B12 and 85AC

Ns+R70

Ns+R72

Ns+R96

+ Normal

Df (3R) 84A; 84D

A complex T(Y;3) inferred from genetic evidence,
with breaks in the Y and at 84Bl-2 and 94C

In addition, Ns+R70 is viable heterozygous with all other chromosomes. Any heterozygous
combination of the other chromosomes is lethal.

Since Ns+Rll, Ns+R25, Ns+R72, and Ns+R96 share noncomplementary recessive lethals, it is
strongly suggested that they represent events at the same locus, that is at Ns. Further,
since all three revertants with rearrangements are associated with an event at 84B12, it is
concluded that this region represents the position of Ns.

Ns and the various alleles of Antennapedia (Antp) have similar phenotypes, and are simi-
lari~ placed on the recombinational map. Gehring found that flies heterozygous for Ns and
Antp were viable, with an enhanced transformation phenotype. However, since all Antp alleles
are associated with rearrangements and share a common recessive lethal, he tentatively desig-
nated Ns as a se9arate gene. I crossed in(3R)AntpBR AntpB/In(3LR)TM1, Me ri sbdl ~~ x Ns+Rll/
In(3LR)TM6, Ubx6 e e dd, and recovered no AntpB/Ns+ 11 flies among 281 progeny. Thus, the re-
vertant of Ns fails to complement the recessive lethality of AntpB, suggesting that Ns is
another allele of Antp. It is, therefore, suggested that it be renamed Antennapedia-Nasobemia
(AntpNs) .

* Present address: lnstitute of Animal Genetics, West Mains Rd., Edinburgh EH9 3JN,
Scotland.


